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Generel patologi 
P11008 tangentiel ekscision ny 
Æ10060 coccobacillus, gram positiv Fra: cocobacillus, 

gram positiv 

Æ10100 coccobacillus, gram negativ Fra: cocobacillus, 
gram negativ 

 

Hæmatopatologi 
M78650 hypokromasi ny 
M78660 hyperkromasi ny 
M78011 blastiske celler ikke påvist ny 
M09475 ingen tegn på lymfom ny 

 

Gastrointestinal patologi 
M094C5 tumordeposit med gennemvækst af peritoneum ny 
ÆKC305 Claudin 18 ekspression 2+/3+ ny 

 

Hudpatologi 
M47800 perivaskulitis Fra: perivaskulit 

 

Molekylærpatologi 
Æ3340E HPV type 31,33,52 og/eller 58 ny 
Æ3340F HPV type 35,39,51,56,59,66 og/eller 68 ny 
F15901 klasse I mutation ny 

F15902 klasse II mutation ny 

F15903 klasse III mutation ny 
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FE13CA EGFR genmutation p.Leu858Arg (L858R) Fra: EGFR 
genmutation 
p.Leu858Arg 

FE13CB EGFR genmutation p.Leu861Gln (L861Q) Fra: EGFR 
genmutation 
p.Leu861Gln 

FE13CC EGFR genmutation p.Gly719X (G719X) Fra: EGFR 
genmutation 
p.Gly719X 

FE13CD EGFR genmutation p.Ser768Ile (S768I) Fra: EGFR 
genmutation 
p.Ser768Ile 

FE13CE EGFR genmutation p.Thr790Met (T790M) Fra: EGFR 
genmutation 
p.Thr790Met 

FE13DA KRAS genmutation p.Gly12Ala (G12A) Fra: KRAS 
genmutation 
p.Gly12Ala 

FE13DB KRAS genmutation p.Gly12Asp (G12D) Fra: KRAS 
genmutation 
p.Gly12Asp 

FE13DC KRAS genmutation p.Gly12Arg (G12R) Fra: KRAS 
genmutation 
p.Gly12Arg 

FE13DD KRAS genmutation p.Gly12Cys (G12C) Fra: KRAS 
genmutation 
p.Gly12Cys 

FE13DE KRAS genmutation p.Gly12Ser (G12S) Fra: KRAS 
genmutation 
p.Gly12Ser 

FE13DF KRAS genmutation p.Gly12Val (G12V) Fra: KRAS 
genmutation 
p.Gly12Val 

FE13DG KRAS genmutation p.Gly13Asp (G13D) Fra: KRAS 
genmutation 
p.Gly13Asp 

FE13EA BRAF genmutation p.Val600Glu (V600E) Fra: BRAF 
genmutation 
p.Val600Glu 

FE13EB BRAF genmutation p.Val600Lys (V600K) Fra: BRAF 
genmutation 
p.Val600Lys 

FE13EC BRAF genmutation p.Val600Glu/Asp (V600E/D) Fra: BRAF 
genmutation 
p.Val600Glu/Asp 

FE13ED BRAF genmutation p.Val600Lys/Arg/Met (V600K/R/M) Fra: BRAF 
genmutation 
p.Val600Lys/Arg/Met 
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FE13EE BRAF genmutation p.Val600Asp (V600D) Fra: BRAF 
genmutation 
p.Val600Asp 

FE13EF BRAF genmutation p.Val600Met (V600M) Fra: BRAF 
genmutation 
p.Val600Met 

FE13EG BRAF genmutation p.Val600Arg (V600R) Fra: BRAF 
genmutation 
p.Val600Arg 

FE13FA PIK3CA genmutation p.His1047Arg (H1047R) Fra: PIK3CA 
genmutation 
p.His1047Arg 

FE13FB PIK3CA genmutation p.Glu542Lys (E542K) Fra: PIK3CA 
genmutation 
p.Glu542Lys 

FE13FC PIK3CA genmutation p.Glu542Lys/Asp (E542K/D) Fra: PIK3CA 
genmutation 
p.Glu542Lys/Asp 

FE13FD PIK3CA genmutation p.Glu545Lys (E545K) Fra: PIK3CA 
genmutation 
p.Glu545Lys 

FE13JA JAK2 genmutation p.Val617Phe (V617F) Fra: JAK2 
genmutation 
p.Val617Phe 

FE13LA FLT3 genmutation p.Asp835/p.Ile836 (D835/I836) Fra: FLT3 
genmutation 
p.Asp835/p.Ile836 

FE13LC FLT3 genmutation p.Asp835Glu (D835E) Fra: FLT3 
genmutation 
p.Asp835Glu 

FE13LD FLT3 genmutation p.Asp835Tyr (D835Y) Fra: FLT3 
genmutation 
p.Asp835Tyr 

FE13LE FLT3 genmutation p.Asp835Asn D835N) Fra: FLT3 
genmutation 
p.Asp835Asn 

FE13LF FLT3 genmutation p.Asp835Ala (D835A) Fra: FLT3 
genmutation 
p.Asp835Ala 

FE13LG FLT3 genmutation p.Asp835Val (D835V) Fra: FLT3 
genmutation 
p.Asp835Val 

FE13LH FLT3 genmutation p.Asp835His (D835H) Fra: FLT3 
genmutation 
p.Asp835His 

FE1GV4 MTAP gendeletion påvist ny 

FE1GVE MTAP gendeletion ikke påvist ny 

FE1GUX GLI1 fusion påvist ny 
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FE1GUY GLI1 fusion ikke påvist ny 

 


